User Guide
Kilo Base (S3) Cartridge Kit (C105106/C105206/C105806)

A. Specifications

ﬁ § == Separation Buffer, 400 pL Separation Buffer, 250 pl  —— | L]
Specification Description ) P d,H,0,200 1L d;H,0,250pL === ] |+
e ¢ H.0, 400 L 0,H,0, 250 L e ql g
L. ) — d;H,0, | ~
DNA Sizing Range 10-60,000 bp :; - Alignment Marker, 10 L —1 .-; e
DNA Detection R 10-165,000 b ' p PRt
etection Range P | :; | .,\ Size Marker/Sample, 10 pL / ] 2 "
L.0.D 0.1 ng/pL | 8 | u { g 1
O o v o |
i * - 0 10
Best Resolution 10-50 bp : B samples, 10 Q 1¢
Sample Number 200 runs | 2 | ! | Q@
~HE 9
Shelf Life 6 months | 2 l : ‘ < b
s ] g s ] 3
* Best resolution is determined by the 15-622 DNA Size Marker (C109200). ) L8 1
—
B. Kit Components and Storage Conditions QOsep -Plus thsip
Item Storage Condition
Kilo Base Cartridge 1. Ensure the buffer tray is pushed to the end until the color bar
4-30°C (Do Not Freeze ’
(C105106/C105206/C105806) ( ze) aligns with the edge of the holder.
20-1,000 bp Alignment Marker Short-Term (< 3 months): 4-30°C .
(C109100-100A, 100 pl) Long-Term (> 3 months): -20°C 1. Compatlble Sample Tubes
Separation Buffer 4-30°C Name Cat. No. Volume Image
(C104406, 50 mL/C104403, 250 mL)
Dilution Buffer 4-30°C MicroVial ~ C104250 =2l U
(C104405, 15 mL/C104402, 50 mL)
Mi LOil
ineral Oi 4-30°C 0.1mL ) >10ul
(C104404, 8 mL/C104401, 25 mL) PCR Tube B H
. Please always store cartridges in a light-proof bag, and then store 0.2 mL
in the cartridge box after analysis. : - =20l
- - . PCR Tube
. To maintain marker stability, avoid repeated freeze-thaw cycles.
. ] ] . 0.2mL ) -
C. Cartridge Unpacking Preparation LA JZY  pCR Tube e
The new cartridge must undergo HV check and calibration.
. . . . . 0.1mL C104252 =10 0L 1
Please follow the instructions provided in the unpacking Strip Tube z210p ’ I ’ !’

guide and calibrate using C109100 Alignment Marker.

1. CAUTION: To prevent cartridge lockout after 10 failed calibration attempts, 16-strip o T |
please contact your local distributor or BiOptic if the issue persists after Sample C104254 210pL M
following the troubleshooting steps in the cartridge unpacking guide. Tube .

D. Buffer, Marker, and Sample Preparation 18-strip
Sample C104257 =10puL A““'w““ :
MA-1: 20-1k & MA-3: C109700 (Necessary) Tube i

- Osep
::%lg [ P J [ W J Buffer:

2. Markers Required for Different Size Ranges

S: Separation Buffer

McO OO P/W/C: d,H,0 [Recommended]
MDO [ S ] [ C J *Add to the groove * For Sample Size Range from 20 bp to 60,000 bp:

* 20 bp-1,000 bp Alignment Marker (C109100)
* 500 bp-23,000 bp Size Marker (C109700)

MD-1: 20-15k & MD-2: C109400 (Optional)
I. Hold the holder steady and press the alignment marker tube firmly

into the well with your thumb. * For Sample Size Range from 20 bp to 15,000 bp:
e 20 bp-15,000 bp Alignment Marker (C109110)
0 s Ry (0] s * 100-10,000 bp Size Marker (C109400)
D rt— d,H,0, 50 pL (0.2 mL Tube) —_ 0 [l Running the €109700 Size Marker is required. Running the C109400
M c d,H,0, 200 L (0.2 mL Tube) 0 c Size Markgr is opt!qnal. Usin.g a size r.’n.arker generated under the
.’ E—————— ‘, same running conditions can improve sizing accuracy.
M " —— M
5 (0.2 ml Tube) | [0 3. Recommended Sample Concentration
’ _5-4\"‘-. Size Marker/Sample, Size Marker/Sample, / — O . .
0 s 20uL (0.2 mLTube) 10 pl (0.1 mL Tube) 2 s Genomic DNA: 2.5-50 ng/uL
Samples, 20 pL S les, 10 pL 0 | s« H H
0 s: (O.ZDmelsTuh:) ;’;Pnf:mb:] S| i Wi t'he sample 'concentratlon exceeds 50 ng/uL, dilute the sample 10X
5 o |« using 1X dilution buffer.
81
-2 = [l If the sample is eluted in water, add dilution buffer to achieve a
— — sample concentration of either 0.2X or 0.1X dilution buffer

Qsepl condition.

Sample Tray
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I. Software Operation Guide

Osep

File Edit Tool View Window Selings Language Help

CH E2]

ew Projec | Load project | Recent Project | save projees Ne(ahhrll! Capibary

FCH

mu[hm Fusction Elrchllmm Fusction t-mlm Fumction t-ml Lock

Main Method Direct Control

[ uniatch | [asErio0: 5420
| Purge & Verify | [ search
d J
[ HvcCheck | | Disconnect
|| [ calibrate | | ehange sample
V - _———
Project Information
UserTypo  Basic
Prefect Dieclory 10 Analfzer for Cseg100esult
cartniage information
Name. 53.0-700210-2
Expiration Dates026 Jun 08
Runlen T
LastRun Date 2026-Dcc-30 U
pescronon  Kionass Camigs s Wemad Hame
sequence
open ] save Jsavers]
Sample Sampe - Separalon )
Ellwio Wethod Doraen T D Resuthame  paral
. aion urati o |
DT 006 B @) o
= |
00:00
[ % Microvial (1104 [(®) run | [(@)ste8]
Agjust ™
00 60 &0 40 20 0 20 40 60 B0 100 Duration (sec) ——

(D Sample Position: Place the sample and select the
corresponding position. Input sample information if

necessary.
DAQ-Analyzer_for_Qsep100\Result\240318\default sap x
([ ean  |[ cwaran |[ swe | [JFm
Sample Name: ‘Sampie Date Patent Name Patent D
Sampie ID ‘Sampie Description

2 01 1009 8 7 & 5 4 3 2z 1

C0QCO00C0000O0OH
Q0000000006
[oNoNoNoNoNoNoNoNoNON NN
OO0OQ0O0OOOO0OOO0E| |
O00000O0000OOD
000000000 0OCc|[
Q00000000 O0SB |

[ONONCHORCNONONORON ¥Y
1]]095?65432!1 v

(o« ] O Select Sample Position

Input Sample Information

Q0000000
00000000

<

@ Method:
(a) Select Alignment Marker.
(b) Select Analytic Method in the Method Selector.

© Method Selector

Application DNA RNA Glycan Protein
Analysis Type © Quaifiativd © Quantitative Sample Volume (x) w
a. IAngnmem Marker @ [201KuAT) ] [20 1000 F Reduce © Nommal O Ennance

Cartridge Type |s3 + | Kilobase Cartridge (Shelf Life- 6 Months)]

Sample Concentration O High (gDNA: »50 ng/pl) © Regular (gDNA: 2.5-50 ng/pl) O Low (gDNA: <2.5 ng/yl)

¢ Adjustinjection conditions based on sample concentration.

Sample High Regular Low
Concentration (2kV, 10s) (4kV, 10s) (8kV, 10s)
Genomic DNA > 50 ng/pL 2.5-50 ng/uL 0.5-2.5 ng/uL

Method Description Range Remark
b gDNA-JKV Sample Injection 4kV 10s 10bp~6OKbp Use AM (20-1K) only
. Separation 4kV 5405
gDNA-BKV Sample Injection 4kV 10s 10bp~60kbp Use AM (20-1K) only
Separation 6kV 360s
gDNA-2KV Sample Injection 4kv 105 10bp~60Kbp Use AM (20-1K) only
Separation 2KV 1260s
M-4-10-04-540 Sample Injection 4kV 10s 10bp~15kbp
Separation 4kV 540s
M-4-10-02-1260 Sample Injection 4kV 10s 10bp~15kbp

(0 Add Purge for every |4 | Runs

| customized method | Options )

@ Sample Duration: Adjust the sample injection time to
increase/decrease injection amount.

*  Modify injection conditions based on sample concentration.
@ Runs: Set the repetition time.

@Separation Duration: Adjust the duration to

extend/reduce the separation time.
(Optional)

(® Result Name: Input the result name for the result file.

@ Para: Choose between (a) Reference Marker Table and
(b) Create Size Marker for calculation.

© Calculate Flow X
() Baseine Faclor | 5000 (] Peak Smoothing
() Peak Threshold - 10,00 () Peak Definition

Ccal .nu-_a- Reference Marker Table |  Browse

o0 Cre

Size Marker (C109700(MA-3) OEvery [4___)times

Injection time of Size Marker: [Aute .. | sec (s)
Reference Marker Tabie
(GS-GEN3-4 00KV \/\EIl
Osmear (Show Smear Settings)
(] PeakCalling \W‘

Auto Ass

A [Eukaryotic . | 18 s|28

[ Export Report. |Show Report Settings

( oK || cancer |

e C109700 size marker must be run every 24 hours when using the
"gDNA-" methods to obtain sizing results up to 60 kb. If a size
marker is created within this timeframe, you have the option to
choose "Reference Marker Table" for calculation.

8. Click “Run” to start the sequence analysis.




User Guide
Kilo Base (S3) Cartridge Kit (C105106/C105206/C105806)

E B
Osep, :

Bl @ [ ] | @
1 f s gt | sawe project | Recanniate | purge Funcoce checx fmetor ruscion check | v Funcoon cec
Main Method Direct Control

Unlatch | Qsep1: 888019,
. Purge & Verity | | ‘ Search * Click “Open Sample Door” and
| HV Check —_ Disconnect . .
M insert the desired sample tray
Em Calibrate ‘ Open Sample Door
e 1 Park * Click “Park” to move the
L | . -
sample tray into position.
cmpurion » e rtomater : e Osept gsepi-Plus
e o .
: < ———
S ———— ‘ . ewetempteTr vclsampl oy
Cartridge Information s crommmn 12-well Sample Tray -well Sample Tray
e o lsamess. 18-strip Sample Tray
ame ErT—— anae
EXpiration Date 2026 Jun 08 5 ameie
Runten =
LastRunDate 2025-Dee30 Reset
bescripton  Kioaase Cavidgs - ethad pame
sequence
[open | sove Leavers
Elleissel Metnoa e s o Resullame  Para |l
[ wsen
[ a1 howaag 10 b . I
ﬂhmls@ Delube
"0 0006 &=
|_pown
)
icro Vil ) o) (@0
v acjust =
00 @ 60 4o 20 0 2 4n & s 100 Durationfsac)

(’D Sample Position: »  Adjust injection conditions based on sample concentration.
* Choose Alignment Marker type. sample High Regular Low
* Position the Alignment Marker at M, place the Concentration (2kV, 10s) (4kV, 10s) (8kV, 10s)
paired Size Marker at S4 if required, and input the Genomic DNA >50 ng/uL 2.5-50 ng/ulL 0.5-2.5 ng/ulL
sample information if necessary.
e o Pt x @ Sample Duration: Adjust the sample injection time to
m B Edit Clear All Save I Fing . . . .
8|7 Separation Bulfer T increase/decrease injection amount.
P Park ‘Samp|Sample Name] Sampie Description
*  Modify injection conditions based on sample concentration.
[+ Clean/Wash Buffer "
M fanmend Marke ll 2015 | (@ Runs: Set the repetition time.
sS4 Size Marker €109700
= i @ Separation Duration: Adjust the duration to
s2 sample 1~3 " A q
o ~ Input sample Information extend/reduce the separation time. '
(Optional)
YSelect sample Information
/ @ Result Name: Input the result name for the result file.

OK_) Oswet Orzmt Orosp Oraaw @ Para: Choose between (a) Reference Marker Table and
(b) Create Size Marker for calculation.
@ Method:
@ Calculate Flow x
(a) Check Alignment Marker is ticked. o s Facir] (0 Pesk Srmooing -
. . Peak Threshoid : 10,00 Peak Definiti
(b) Select Analytic Method in the Method Selector. e R
© Method Selector X b. real (C108700(54) OEvery [ mes
Application DNA RNA Protein Injection time of Size Marker. [Auto . | sec (s)
Reference Marker Tabie:
Analysis Type © Qualitative Quantitative Sample Volume (x) il NGS-GEN34 00K v —
a. IAugnmemMamer @ (207K ~) |20 1000 Io Reduce © Normal (O Enhance ) smear CESSEEE
) PeakCalling Browse
Cartridge Type 53 - ) ilobase Cartridge (Shelf Life: 6 Months)] sasign reA (Eiaryais
[ Export Report |Show Report Settings
Sample Concentration O High (gDNA: »50 ng/pl) © Regular (gDNA: 2.5-50 ng/pl) O Low (gDNA: <2.5 ngfpl)
OK Cancel
F Method Description Range Remark
b. [ [Sample INjection 4V 105 | 100p~60K0p Use Al (20-1K) only *  C109700 size marker must be run every 24 hours when using the
Separation 4kV 540s " " . P .
| gDNA-BKV Sample Injection 4kV 10s 10bp~60kbp Use AM (20-1K) only gDNA- . mEthOdS to o_bta":l SI.ZIng reSUItS up to 60 kb- If _a size
Separation 6KV 3605 marker is created within this timeframe, you have the option to
gDNA-2KV/ Sample Injection 4kV 105 10bp~60kbp Use AM (20-1K) only choose "Reference Marker Table" for calculation.
Separation 2kV 1260s
M-4-10-04-540 Sample Injection 4KV 105 10bp~15kbp . “ ” )
Separation 4KV 5405 8. Click “Run” to start the sequence analysis.
M-4-10-02-1260 Sample Injection 4kV 10s 10bp~15kbp
(O Add Purge for every |4 RuUns
Customized Methed Options OK




User Guide
Kilo Base (S3) Cartridge Kit (C105106/C105206/C105806)

F. Result & Application

* Alignment Marker & Size Marker Result

20-15K & C109400 100-10000 bp Size Marker

o
g 8 3
=] o

Migration Tne (min]

20-1K & C109700 500-23000 bp Size Marker

£1000

500

Migration Tene (min]

* Genomic DNA Validation

Use the smear function to set up a user-defined threshold
for DNA Quality Number (DQN) calculation. The DQN,
ranging from 1 to 10, can be used as a reference to assess
the integrity of genomic DNA.

"> gomas_xy_szra Rt oopn o=l |

Range - [o -
21 : i Avea () By Baseine () By Thresnokd

From 106008 by

Awerage sue zw%2pe 0%
Average Motanty 0.23 pmoe.

" s ™o
-
A e £1000
———— e . 279,
£
H
3

G. Troubleshooting

Before attempting any troubleshooting, ensure that the
system is functioning properly and that all operations are
following the instructions.

If encountering unstable current during sample injection
or separation steps, which may be caused by residues left
in the DNA sample after extraction, consider the following
solutions:

1. Dilute the sample using dilution buffer.

2. Centrifuge the sample for a period to allow residues to
accumulate at the bottom of the tube.

3. Insert a “T-purge-120” method between several
sample runs. For example, insert one run of “T-Purge-
120” every 5-10 sample runs.

Sequence Assay

[omn oo Lo I

Sample Sample Separation | Add

N Meth Result N P;
s Position ethod Duration s Duration esult Hame an Insert
Test 1 s
1 A01.A. (gDNA-2KV 10 1 [1260 Sample ID | B | g [ Detete
T-Purge-120 o L ﬁ L
Sample ID e | Do
wn
Test 2 g
¥ 1
3 [B-01.B.. gDNA 10 540 Sompk D = ﬁ 06:32

H. Cartridge Disposal

Please wear gloves before discarding the cartridge.

Gel reservoir

Jamioee 1. Bend the cartridge tip.
5106

a1 2. Open the cap on the gel reservoir

§:2021-03.08

and remove the inner cap.

3. Pour the gel into the chemical waste
container.

4. Dispose of the cartridge in the trash
bin.

Cartridge tip
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